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Human IPM 150 



001 TAAACCAAGAAGGTTATCCTCAATCATCTGGTATCAATATATA^ 
101 TCAGAATTACCATGCACAAAAGCCAGAATGTATTTGGAAACTAGAAGA 

MYLETRRAI FVFWIFLQVQGTKDI 

201 CCATTAACATATACCATTCTGAAACTAAAGACATAGACAATCCCCCAAGA^ 

S IN IYHSET KDI DNP PRNETTES TE KMYKMSTMR 

301 ACGAATATTCGATTTGGCAAAGCATCGAACAAAAAGATC 

RIFDLAKHRTKRSAFFPTGVKVCPQESMKQILD 

401 AGTCTTCAAGCTTATTATAGATTGAGAGTCTGTC^ 

SLQAYYRL RVCQEAVWEAYRI FLDRI PDTGEYQ 

501 ACTGGGTCAGCATCTGCCAGCAGGAGACCTTCTGCCTC^ 

DWVSICQQETFCLFDIGKNFSNSQEHLDLLQQRI 

601 AAAACAGAGAAGTTTCCCTGACAGAAAAGATGAAATATCTGCAGAGAAC^ 

KQRSFPDRKDEISAEKTLGEPGETIVISTDVAN 

701 GTCTCACTTGGGCCTTTCCCTCTCACTCCTGATGACA 

VSLGPFPLTPDDTLLNEILDNTLNDTKMPTTER 

801 AAACAGAATTCGCTGTGTTGGAGGAGCAGAGGGTGGAGCTCA 

ETEFAVLEEQRVELSVSLVNQKFKAELADSQSPY 

901 TTACX^GGAGCTAGCAGGAAAGTCCCAACTTCAGATGCAA 

YQELAGKSQLQMQKIFKKLPGFKKIHVLGFRP K 

1001 • AAACAAAAAGATGGCTCAAGCTCCACAGAGATGCAACTT^ 

KEKDGSSSTEMQLTAIFKRHSAEAKSP. ASDLLS 

1101 TTGATTCCAACAAAATTGAAAGTGAGGAAGTCTATCATGGAACCATGGA 

FDSNKIESEEVYHGTMEEDKQPEIYLTATDLKRL 

1201 GATCJVGCAAAGCACTAGAGGAAGAACAATCTTTGGATGT^GGG^ 

ISKALEEEQSLDVGTIQFTDEIAGSLPAFGPDT 

1301 CAATCAGAGCTGCCCACATCTTTTGCTGTTATAACAGAGGATGCTAC^ 

QSELPTSFAVITEDATLSPELPPVEPQLETVDG 

1401 CAGAGCATGGTCTACCTGACACTTCTTGGTCTCCACCTGCTATGGCCT 

AEHGL PDTSWS P PAMASTS LS EAPPFFMASS I FS 

1501 TCTGACTGATCAAGGCACCACAGATACAATGGCCACTGACCAGACAATGCT 

LTDQGTTDTMATDQTMLVPGLTIPTSDYSAISQ 

1601 CTGGCTCTGGGAATTTCACATCCACCTGCATCTTCAGATG^ 

LALGISHPPASSDDSRSSAGGEDMVRHLDEMDL 

1701 CTGACACTCCTGCCCCATCTGAGGTACCAGAGCTCAGCGAA^ 

SDTPAPSEVPELSEYVSVPDHFLEDTTPVSALQY 

1801 TATCACCACTAGTTCTATGACCATTGCCCCCAAGGGCCGAGA 

ITTSSMTIAPKGRELVVFFSLRVANMAFSNDLF 

1901 AACAAGAGCTCTCTGGAGTACCGAGCTCTGGAGCA^ 

NKSSLEYRALEQQFTQLLVPYLRSNLTGFKQLE 

2001 TACTTAACTTCAGAAA03GGAGTGTGATTGTGAATAG 

ILNFRNGSVIVNSKMKFAKSVPYNLTKAVHGVLE 

2101 GGATTTTCGTTCTGCTGCAGCCCAACAACTCCATCTG^ 

D F R S A. A AQQLHLEIDSYSLNIE P A DQADPCKFL 

2201 GCCTGCGGCGAATTTGCCCAATGTGTAAAGAACGAACGGACTGAGGAAG^ 

ACGEFAQCVKNERTEEAECRCKPGYDSQGSLDG 

2301 TGGAACCAGGCCTCTGTGGCCTGGCACAAAGGAATGCG^ 

LEPGLCGLAQRNARSSRERELHAVPDHSENQAYK 

2401 AACTAGTGTTAAAAGTTCCAAAATCAACAAAATAACAAGGTAATCACT 
TSVKSSKINKITR STOP 

2501 ATTGGGAAGGAAATTAAAAACTGAAAATGTACAATTATCACTTAG^ 

2601 ATGGGTCATCAAAATCCAGACATACAGTCAACACTGA 

2701 AAAAAAAAGACACTTACTTATTATTAAAACCCCAAATGCAATCAGCGAA 

2801 TGOTCCACCTTCCCTGAAAATTTTACTCACAGA 

2901 TT AT ATGCT AGAAAGTACATTTAAAAGATGACT ACTTACGCAGO 

3001 GTGTATATATGCTCCACACTACGTCTGATAAACACAAACCTC^ 

3101 (J lTi ' lXjlT GCCAATAATCTTIGAATTGCT 

3201 TATTTTAAAGAAGATGCTATGTTGGGAGAAGGGCGAAGTTGTACTATA 



Human IPM 200 



001 CGGGYWAYTTTGAAAGGACAACCATTTTTCTTTCCGCT 

101 TTCCTATAACTCTTTGTTATTGGAAGTTTCAAGGATTTGGACA 



201 TTTCCTCTTTTTGGGAAGATTTCTCTGGGTATTT^ 

F PLFGKISLGILIFVL IEGDF PSLTAQTYLSIE 

301 AGATCCAAGAACCCAAGAGTGCAGTTTCTTTTCTCCTGC 

.EIQ EPKSAVSFLLPEESTDLSLATKKKQPLDRRE 

401 AACTGAAAGACAGTGGTTAATCAGAAGGCGGAGATCTATTCTC 

TERQWLIRRRRSILFPNGVKICPDESVAEAVAN 

501 CATGTGAAGTATTTTAAAGTCCGAGTGTGTCAGGAAGCTG^ 

HVKYFKVRVCQEAVWEAFRTFWDRLPGREEYHY 

601 GGATGAATTTGTGTGAGGATGGAGTCACAAGTATATTT 

WMNLCEDGVTSIFEMGTNFSESVEHRSL I MKKLT 

701 TTATGCAAAGGAAACTGTAAGCAGCTCTGAACTGTCTTCT^ 

YA KETVSSSELSSPVPVGDTSTLGDTTLSVPHP 

801 GAGGTGGACGCCTATGAAGGTGCCTCAGAGAGCAGCTTGGAAAGG^ 

EVDAYEGASESSLERPEES ISNEI ENVI EEATK 

901 CAGCAGGTGAACAGATTGCAGAATTCAGTATCCACCTTTTG 

PAGEQIAEFSIHLLGKQYREELQDSSSFHHQHLE 

1001- AGAAGAATTTATTTCAGAGGTTGAAAATGCATTTACTGGGTTA 

EEFISEVENAFTGLPGYKEIRVLEFRSPKENDS 

1101 GGCGTAGATGTTTACTATGCAGTTACCTTCA^ 

GVDVYYAVTFNGEAI SNTTW DL I SLHSNKVENH 

1201 GCCTTGTGGAACTGGATGATAAACCCACTGTTGTTTATACA^ 

GLVELDDK.PTVVYTI SNFRDY I AET LQQN FLLGN 

1301 CTCTTCCTTGAATCCAGATCCTGATTCCCTGCAGCTTAT 

SSL NPDPDSLQLINVRGVLRHQTEDLVWNTQSS 

1401 AGTCTTCAGGCAACGCCGTCATCTATTCTGGAT 

SLQATPSS ILDNTFQAAWPSADESITSS I PPLD 

1501 TCAGCTCKXrrcCTCCCTCAGCCACTGGCAGGG 

FSSGPPSATGRELWSESPLGDLVSTHKLAFPSKM 

1601 GGGCCTCAGCTCTTCCCCAGAGGTTTTAGAGGTTAGCAGCTTGACT^ 

GLSSSPEVLEVSSLTLHSVTPAVLQTGLPVASE 

1701 GAAAGGACTTCTGGATCTCACTTGGTAGAAGATGGATTAGCCA^ 

ERTSGSHLVEDGLANVEESEDFLSIDSLPSSSF 

1801 CTCAACCTGTGCCAAAAGAAACAATACCATCCATGGAA 

TQPVPKETIPSMEDSDVSLTSSPYLTSS I PFGLD 

1901 CTCCTTGACCTCCAAAGTCAAAGACCAATTAAAAGTGAGCCCTTTCCT 

SLTSKVKDQLKVSPFLPDASMEKELIFDGGLGS 

2001 GGGTCTCGGCAAAAGGTAGATCIGATTACTT^ 

GSGQKVDLITWPWSETSSEKSAEPLSKPWLEDD 

2101 ATTCACTTTTGCCAGCTGAGATTGAAGACAAGAAACTAG 

DSLLPAEI EDKKLVLVDKMDSTDQ I SKHSKYEHD 

2201 TGACAGATCCACACACTTTCCAGAGGAAGAGCCTCTTAGTG 

DRSTHFPEEEPLSGPAVPIFADTAAESASLTLP 

2301 AAGCACATATCAGAAGTACCTGGTGTTGATGATTG 

KHISEVPGVDDCSVTKAPL.I LTSVAI SASTDKS 

2401 ATCAGGCAGATGCCATCCTAAGGGAGGATATGGAACAAATT^ 

DQADAILREDMEQITESSNYEWFDSEVSMVKPDM 

2501 GCAAACTTTGTGGACTATATTGCCAGAATCAGAGAGAGTTTG 

QTIiWTILPESERVWTRTSSLEKLSRDILASTPQ 

2601 AGTGCTGACAGGCTCTGGTTATCTGTGACACAGTCT 

SAD RLWLSVTQSTKLPPTTI STLLEDEVI MGVQ 

2701 ATATTTCGTTAGAACTGGACCGGATAGGCACAGATTACTATCAGCCTG 

DISLELDRIGTDYYQPEQVQEQNGKVGSYVEMST 

2801 AAGTGTTCACTCCACAGAGATGGTTAGTGTGGCTTGGCCCACAGA^ 

SVHSTEMVSVAWPTEGGDDLSYTQTSGALV VFF 



2901 AGCCTCCGAGTGACTAACATGATGTTTTCAGAAGATCTGTTTAATA 

SLRVTNMMFSEDLFNKNSLEYKALEQRFLELLV 



3001 CXrTATCTCCAGTCAAATCTCACGGGGTTCCAGAAOT 

PYLQSNLTGFQNLEI LNFRNGS IVVNSRMKFANS 



3101 TGTCCCTCCTAACGTCAACAATGCGGTGTACATGATTCTGGA^ 

VPPNVNNAVYMI LEDFCTTAYNTMNLAI DKYSL 

3201 GATGTGGAATCAGGTGATGAAGCCAACCCTTGCAAGTTTCAGGCCT 

DVESGDEANPCKFQACNEFSECLVNPWSGEAKC 

3301 GATGCTTCCCTGGATACCTGAGTGTGGAAGAACGGCCCTGTCAGAGTCTCT 

RCFPGYLSV EERPCQSLCDLQPDFCLNDGKCD1M 

3401 GCCTGGGCACGGGGCCTVITTGTAGGTGCC^ 

PGHGAICRCRVGENWWYRGKHCEEFVSEPVIIG 

3501 ATCACTATTGCCTCCGTGGTTGGACTTCTTGTC^ 

ITIASVVGLLVIFSAIIYFFIRTLQAHHDRSER 

3601 AGAGTCCCTTCAGTGGCTCCAGCAGGCAGCCTGAC^ 

ESPFSGSSRQPDS LSSIENAVKYNPVYESHRAGC 

3701 TGAGAAGTATGAGGGACCCTATCXTTCAGCATCCCTTCTACAG 

EKYEGPYPQHPFYSSASGDVIGG LSREEIRQMY 

3801 GAGAGCAGTGAGCTTTCCAGAGAGGAAATTCAAGAGA^ 

ESSELSREEIQERMRVLELYANDPEFAAFVREQ 

3901 AAGTGGAAGAGGTTTAACCAAAACTCCTGTTCTGAAACTGATTAG^ 
Q V E E V STOP 

4001 TTTAAACACTGTTGGAAGAAGAG^^^TTCTATGAAAA 
4101 MCATTTTTATTTCTATAAAGACTGAATGCTGTGTT^ 
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